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Case 2:12-cv-02190-JLR Document 1-3 Filed 12/14/12 Page 6 of 6

US 5,612,179 C1

1 2
EX PARTE AS A RESULT OF REEXAMINATION, IT HAS BEEN
REEXAMINATION CERTIFICATE DETERMINED THAT:
ISSUED UNDER 35 U.S.C. 307 The patentability of claims 26-32 is confirmed.

5 Claims 1-25 and 33-36 were not reexamined.
NO AMENDMENTS HAVE BEEN MADE TO
THE PATENT * ok ok k%
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